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Fig. S1. Time course analysis of recombinant Bid, Rho-GDI, and cochaperone p23 proteolysis by caspase-3 and caspase-7. Substrates were incubated for the
indicated times at 37°C with either 800 nM of recombinant caspases or buffer alone, followed by analysis by SDS/PAGE and Coomassie blue staining.
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Fig. S2. Time course analysis of cell death in MCF7vector or MCF7¢asP-3 cells treated with either 5 uM actinomycin D (A) or 100 uM cisplatin (B). Each data point
represents the mean of three replicates, with error bars representing the standard deviation between replicates. Cell death was determined by direct observation
of cell morphology as described in Materials and Methods.
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